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FILE: ARCD:010 



WRITER'S DIRECT 0IAL; 
(512) 416-3032 

Via Facsimile: (703) 305-7401 

Examiner Dianne Rees 
U.S. Department of Commerce 
Patent and Trademark Office 
AU: 1807 



RE: SN 07/784,222 "METHODS AND COMPOSITIONS FOR THE 

DETECTION OF CHROMOSOMAL 
ABERRATIONS" » Carol A. Westbrook 



Dear Dianne; 

As I indicated in our telephone conversation of June 3, 1997, 1 intend to file a submission 
under 37 C.F.R- § 1 .129 in the above-captioned case. Thank you for agreeing to informally look 
at some proposed alternative amendments to claim 1 (attached as claims I-IX). 

If you feel that it would be helpful to advance the prosecution of this case for me to 
schedule an interview with you, I would be happy to do so. 



Very truly yours, 




Richard A. Nakashima 
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I- A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, said first probe capable of hybridizing with an ABL nucleic acid flanking 
sequence, said ABL nucleic acid flanking sequence defined as the portion of the ABL gene that 
could hybridize to a probe of up to 200 kb in size wherein said probe included the sequence of 
the last ABL exon, and said second probe capable of hybridizing with a BCR nucleic acid 
flanking sequence, said BCR nucleic acid flanking sequence defined as the portion of the BCR 
gene that could hybridize to a probe of up to 200 kb in size wherein said probe included the 
sequence of the first exon of the major breakpoint cluster region of BCR or BCR exon I ? said 
flanking sequences brought together by a chromosomal aberration. 

II. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, wherein said first probe is capable of hybridizing with a part of the ABL 
gene flanked by and including ABL exon II and the last ABL exon, and said second probe is 
capable of hybridizing with a part of the BCR gene flanked by and including BCR exon I and the 
first exon of the major breakpoint cluster region, wherein the hybridization sites for the first and 
second probes are brought together by a chromosomal aberration. 
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III. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, wherein said first probe is capable of hybridizing with at least part of an 
exon in the region of the ABL gene flanked by and including ABL exon II and the last ABL 
exon, and said second probe is capable of hybridizing with at least part of an exon in the region 
of the BCR gene flanked by and including BCR exon I and the first exon of the major breakpoint 
cluster region, wherein the hybridization sites for the first and second probes are brought together 
by a chromosomal aberration. 

IV. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, said first probe capable of hybridizing on one side of a chromosomal 
aberration and said second probe capable of hybridizing on the other side of a chromosomal 
aberration, wherein the hybridization sites for the first and second probes are brought together by 
the chromosomal aberration. 

V. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, said first probe capable of hybridizing on one side of a chromosomal 
aberration and said second probe capable of hybridizing on the other side of a chromosomal 
aberration, wherein the hybridization sites for the first and second probes are brought within 
approximately 800 kb of each other by the chromosomal aberration. 
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VI. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, wherein said first probe is designed to hybridize on one side of a 
chromosomal aberration and said second probe is designed to hybridize on the other side of a 
chromosomal aberration, wherein the hybridization sites for the first and second probes are 
brought together by the chromosomal aberration. 

VII. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, said first probe capable of hybridizing to a part of the ABL gene on one side 
of a chromosomal aberration and said second probe capable of hybridizing to a part of the BCR 
gene on the other side of a chromosomal aberration, wherein the hybridization sites for the first 
and second probes are brought together by the chromosomal aberration. 

VIII. A composition comprising a pair of probes, said pair comprising a first and second 
nucleic acid probe, said first probe capable of hybridizing to a part of the ABL gene on one side 
of a chromosomal aberration and said second probe capable of hybridizing to a part of the BCR 
gene on the other side of a chromosomal aberration, wherein the hybridization sites for the first 
and second probes are brought brought within approximately 800 kb of each other by the 
chromosomal aberration. 
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IX. A composition comprising a pair of probes, said pair comprising a fast and second 
nucleic acid probe, wherein said first probe is designed to hybridize to a part of the ABL gene on 
one side of a chromosomal aberration and said second probe is designed to hybridize to a part of 
the BCR gene on the other side of a chromosomal aberration, wherein the hybridization sites for 
the first and second probes are brought together by the chromosomal aberration. 
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